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Changes in the gut microbiota and fermentation products  =ewe
associated with enhanced longevity in acarbose-treated mice.
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Introduction Results Conclusions
Mice treated with acarbose (ACA) continuously during adulthood, have a median Surveys of the 16S rRNA gene confirm that ACA modulates the composition of the fecal bacterial community. A * Fecal metabolite profiles in mice treated with
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By inhibiting the enzymes that normally degrade starch, ACA increases the between control and treated mice while controlling for site and sex (p < 0.001). Communities at each site were also . . _
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of short-chain fatty acids (SCFAs) by bacteria [3]. Given the documented benefits . . with decreased inflammation an ost
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increased lifespan in mice. | 5 classified as members of the largely uncultured family $24-7 inorder & = %44 Sa, 9° oo, %o o changes in composition, particularly favoring
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Along with shifts in bacterial populations,
At three sites, The University of Michigan (UM), University of Texas San Antonio concomitant changes were observed in the * ¥ ** ** ** ¥

Health Science Center (UT), and The Jackson Labs (TJL), mice were either fed a metabolic profile, in particular increased 100

control diet, or the same diet amended with 1000 ppm ACA from 8 months of age SCFAS (ﬁgure ”gl.“)' Pro.plonate was found to
be subject to an interaction between sex and

onwards. Individual fgcal samples were collected from mice between 76? and 973 treatment, resulting in a greater increase in 5 o ; . .
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